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BCT 17-JUN-1991 



X56895 1768 bp DNA linear 

E.faecium plasmid pIP816 vanA gene for VANA ligase. 
X56895 

X56895.1 GI:43335 

D-alanyl-D-alanine ligase; VANA glycopeptide resistance protein; 
vancomycin resistance. 
Enterococcus faecium 

Enterococcus faecium 

Bacteria; Firmicutes; Lactobacillales ; Enterococcaceae ; 
Enterococcus . 

1 (bases 1 to 1768) 

Dutka-Malen, S . , Molinas,C, Arthur, M. and Courvalin,P. 
The VANA glycopeptide resistance protein is related to 
D-alanyl-D-alanine ligase cell wall biosynthesis enzymes 
Mol. Gen. Genet. 224 (3), 364-372 (1990) 
22 66943 

2 (bases 1 to 1768) 
Dutka-Malen, S . 
Direct Submission 

Submitted (25-FEB-1991) S. Dutka-Malen, Institut Pasteur, Unile des 
Agents Antibacterions , 2 8 rue du Dr Roux, Paris Cedex 15, France 
Location/ Qualifiers 
1. . 1768 

/organism= "Enterococcus faecium" 
/mol_type= "genomic DNA" 
/strain="BM4147" 
/ db_xr e f = " t axon : 1352 " 
/plasmid= "pIP816" 
360. .369 
377 . .1408 
/gene="vanA" 
377 . . 1408 
/gene="vanA" 

/experiment^' experimental evidence, no additional details 
recorded" 
/codon_start=l 
/ trans l_table= 11 
/product="VANA ligase" 
/protein_id="CAA40215 .1" 
/db_xref="GI:43336" 
/db_xref ="GOA:P25051" 
/db_xref="InterPro: IPR000291 " 
/db_xref = " InterPro : IP R00 5905" 
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/ db_xre f = " InterPro : IPR01109 5" 
/db_xref = " InterPro : IPR0 1 1127 " 
/db_xref = " InterPro: I PR011761 " 
/ db_xre f = " PDB : 1E4B " 

/ db_xr e f = " UniProtKB/ Swi ss-Prot: £25051" 

/ translation= "MNRIKVAILFGGCSEEHDVSVKSAIEIAANINKEKYEPLYIGIT 
KSGVWKMCEKPCAEWENDNCYSAVLSPDKKMHGLLVKKNHEYEINHVDVAFSALHGKS 
GEDGSIQGLFELSGIPFVGCDIQSSAICMDKSLTYIVAKNAGIATPAFWVINKDDRPV 
AATFTYPVFVKP ARSGSSFGVKKVNS ADELDYAI ES ARQYDS KI L I EQAVSGCEVGCA 
VLGNSAALWGEVDQIRLQYGIFRIHQEVEPEKGSENAVITVPADLSAEERGRIQETA 
KKIYKALGCRGLARVDMFLQDNGRIVLNEWTLPGFTSYSRYPRMMAAAGIALPELID 
RLIVLALKG" 

ORIGIN 

1 gatatcgtta cgcttcatgt gccgctcaat acggatacgc actatattat cagccacgaa 
61 caaatacaga gaatgaagca aggagcattt cttatcaata ctgggcgcgg tccacttgta 
121 gatacctatg agttggttaa agcattagaa aacgggaaac tgggcggtgc cgcattggat 
181 gtattggaag gagaggaaga gtttttctac tctgattgca cccaaaaacc aattgataat 
241 caatttttac ttaaacttca aagaatgcct aacgtgataa tcacaccgca tacggcctat 
301 tataccgagc aagcgttgcg tgataccgtt gaaaaaacca ttaaaaactg tttggatttt 
361 gaaaggagac aggagcatga atagaataaa agttgcaata ctgtttgggg gttgctcaga 
421 ggagcatgac gtatcggtaa aatctgcaat agagatagcc gctaacatta ataaagaaaa 
481 atacgagccg ttatacattg gaattacgaa atctggtgta tggaaaatgt gcgaaaaacc 
541 ttgcgcggaa tgggaaaacg acaattgcta ttcagctgta ctctcgccgg ataaaaaaat 
601 gcacggatta cttgttaaaa agaaccatga atatgaaatc^aaccatgttg atgtagcatt 
661 ttcagctttg catggcaa qt caggtgaaga tggatccj ja-a^faaaggtctgt ttgaattgtc 
721 cggtatccct tttgta gjgct qcqatattca^aagctcj fcjca attt_gtatgg_ a caaa tcgtt 
781 gacatacatc gt tgcgaaaa a tgc tg_gg a t ^agar~M ^r gccttttggg ttattaajtaa 
841 agatgatagg (fccggtggcag~ J c"E ^gtt^ap ~ctatcctqi t liglt " ' - L \j3&c_ r 
901 a ga'at'catcc fcfccqcftcjv pga aaaaagtcaa tagcgcggacj ^atgg ga ct ac gcaagtga 
961 atcggc aaga caatatgaca gcaaaatctt aattga^^qctqjt ttc'gg gctgtqaqqt 
102l'£q qttcik qcq gtattgggaa acagtgccgc ^tanttort; aaaa&aat^q accaaatcaa 
1081 gctgcagtac ggaatctttc gtattcatca ggaagG[cg<ig ccugaaaa..K] gefcU g^aaa 
1141 cgcagttata accgttcccg cagacctttc agcagaggag cgaggacgga tacaggaaac 

12 01 ggcaa aaaaa atatataaag cgctcggcto , tagaggtcta gcccgtgtgg atatgttttt 
1261 acaage (fcaac g qg cgcattg"_tact^ 5ac^ agtcaatact ctgcccggtt tcacgtcata 
1321 cagtcgttat ccccgtatga tggccgctgc aggtattgca cttcccgaac tgattgaccg 

13 81 cttgatcgta ttagcgttaa aggggtgata agcatggaaa taggatttac ttttttagat 
1441 gaaatagtac acggtgttcg ttgggacgct aaatatgcca cttgggataa tttcaccgga 
15 01 aaaccggttg acggttatga agtaaatcgc attgtaggga catacgagtt ggctgaatcg 
1561 cttttgaagg caaaagaact ggctgctacc caagggtacg gattgcttct atgggacggt 
1621 taccgtccta agcgtgctgt aaactgtttt atgcaatggg ctgcacagcc ggaaaataac 
1681 ctgacaaagg aaagttatta tcccaatatt gaccgaactg agatgatttc aaaaggatac 
1741 gtggcttcaa aatcaagcca tagccgcg 
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